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Remarks 



The foregoing amendment to the specification is sought to provide proper cross- 
reference to the priority information for this application and to correct a dependency error 
in the claims. Therefore, these amendments do not add new matter. Entry of this 
amendment is therefore respectfully requested. 

None of the foregoing amendment adds new matter. Accordingly, Applicants 
respectfully request that the foregoing amendment be entered and considered. 
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Summary 



It is respectfully believed that this application is now in condition for examination. 
Early notice to this effect is respectfully requested. 



Date: 

1 100 New York Avenue, N.W. 
Suite 600 

Washington, D.C. 20005-3934 
(202) 371-2600 



Respectfully submitted, 

Sterne, Kessler, Goldstein & Fox p.l.l.c. 




Robert W. Esmond 
Attorney for Applicants 
Registration No. 32,893 
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Version with markings to show changes made 

In the Claims: 

Please substitute the following claims 63 and 65-67 for the pending claims 63 and 65-67: 
63. (Once Amended) A method for the quantitation or detection of one or more 
nucleic acid molecules in a sample during nucleic acid synthesis comprising: 

mixing one or more nucleic acid templates with one or more oligonucleotides, 
wherein said oligonucleotides contain an oligonucleotide of claims [41] 42 or 51; 

incubating said mixture under conditions sufficient to synthesize one or more 
nucleic acid molecules complementary to all or a portion of said templates, said synthesized 
nucleic acid molecule comprising said oligonucleotides; and 

detecting the presence or absence or quantifying the amount of said synthesized 
nucleic acid molecules by measuring the amount of nucleic acid molecules synthesized in said 
sample. 

65. (Once Amended) A method of determining the presence of one or more 
particular nucleotides at a specific position or positions in a target nucleic acid molecule, 
comprising: 

contacting at least one target nucleic acid molecule having one or more 
nucleotides of interest at a specific position or positions on a target nucleic acid molecule with 
at least one oligonucleotide, wherein at least a portion of the oligonucleotide is capable of 
forming base pairs or hybridizing with at least a portion of the target nucleic acid molecule and 
wherein the oligonucleotide comprises an oligonucleotide of claims [41] 42 or 51; and 

incubating the oligonucleotide and the target nucleic acid molecule under 
conditions sufficient to cause extension of the oligonucleotide when the 3 -most nucleotide or 
nucleotides of the oligonucleotide base pair with the nucleotide or nucleotides at the specific 
position or positions of the target nucleic acid molecule, wherein the production of an extension 
product indicates the presence of the particular nucleotide at the specific position. 
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66. (Once Amended) A method of determining the absence of one or more 
particular nucleotides at a specific position or positions in a target nucleic acid molecule, 
comprising: 

contacting at least one target nucleic acid molecule having one or more 
nucleotides of interest at a specific position or positions on the target nucleic acid molecule 
with at least one oligonucleotide, wherein at least one portion of the oligonucleotide is 
capable of forming base pairs or hybridizing with at least a portion of the target nucleic acid 
molecule and wherein the oligonucleotide comprises an oligonucleotide of claims [41] 42 
or 51; and 

incubating the oligonucleotide and target nucleic acid molecule under conditions 
sufficient to inhibit or prevent extension of the oligonucleotide when the 3 '-most nucleotide or 
nucleotides of the oligonucleotide does not substantially base pair with the nucleotide or 
nucleotides of the specific position or positions of the target nucleic acid molecule, wherein the 
lack of or reduced production of an extension product indicates the absence of the particular 
nucleotide at the specific position. 

67. (Once Amended) A method of determining the presence or absence of one or 
more particular nucleotides at a specific position or positions in a target nucleic acid molecule, 
comprising: 

contacting at least first oligonucleotide with at least one target nucleic acid 
molecule under conditions sufficient to cause extension of the first oligonucleotide when the 3'- 
most nucleotide or nucleotides of the oligonucleotide base pairs with the nucleotide or 
nucleotides at the specific position or positions of the target nucleic acid molecule; 

contacting at least a second oligonucleotide with at least one target nucleic acid 
molecule under conditions sufficient to inhibit or prevent extension of the oligonucleotide when 
the 3 '-most nucleotide or nucleotides of the oligonucleotide do not substantially base pair with 
the nucleotide or nucleotides at the specific position or positions of the target nucleic acid 
molecule; and 

comparing the level of extension or the amount of extension product 
accomplished with the first oligonucleotide compared to the second oligonucleotide, wherein 
said first and/or second oligonucleotide comprises an oligonucleotide of claims [41] 42 or 51. 
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In the Specification: 



Please substitute pending paragraph [0001] with the following paragraph [0001]: 

The present application claims the benefit of both U.S. Provisional Patent Application 
No. 60/330,468, filed October 23, 2001, [which is related to] and U.S. Application No. 
09/748,146, filed December 27, 2000, [which is a continuation-in-part of U.S. Application No. 
09/599,594, filed June 22, 2000, which claims the benefit of U.S. Provisional Patent Application 
Nos. 60/139,890, filed June 22, 1999, and 60/175,959, filed January 13, 2000,] which are 
incorporated herein by reference in their entirety. 
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